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Dear Professor Turnidge, 

 

DRIVE-AB (Driving Reinvestment in R&D and Responsible Antibiotic Use) is a collaborative project between 

academia and pharmaceutical companies.

Bugs (ND4BB), a series of programmes designed to directly address some of the scientific challenges 

associated with antibacterial drug discovery and development

Medicines Initiative, a public-private partnership between t

companies (http://www.imi.europa.eu/content/nd4bb

innovative public-private collaborative partnership tha

resistance research and benefit the future discovery and development of 

prevention and management of patients with bacterial infections. 

 

The objective of DRIVE-AB is to develop novel economic strategies to promote development of new 

antibiotics and to encourage their responsible use in order to limit the emergence of antibiotic resistance. 

We are leading a team that is responsible for mining data and 

emergence and spread of antibiotic-resistant organisms; the purpose of these models is to forecast future needs 

for new antibiotics.  To build our models, we need to analyze existing data on antibiotic

order to identify patterns: for example, what differentiates resistant pathogens that remain sporadic and local to 

those that become endemic and widespread; to what extent do these resistant pathogens replace or co

antibiotic-sensitive strains.   

 

These data are held by both public and private sources. We believe that data from your surveillance system are 

an extremely important resource to help us 

public health.  We are writing to request access to 

resistant organisms, if such a database exists

level of the individual laboratory isolate).

collected, antibiotic susceptibility profile (including MIC, if available), specimen type, hospital unit, hospital 

location (country and city), hospital characteristics (size, general hospital vs. children's hospital), w

infection was acquired in the hospital or in the community.  We would also like a general description of your 

surveillance system (for example, ICU only or blood specimens only, whether every specimen was included in 

your surveillance or whether a convenience sample or some other sampling strategy was used).  

  

The investigators in DRIVE-AB have led or participated

including large, European Union-funded projects such as SATURN (Impact of Spe

Prevalence of Human Host Resistant Bacteria), AIDA (Preserving Old Antibiotics for the Future), and R

GNOSIS (Resistance in Gram-Negative Organisms).   

used in an ethical and confidential manner.
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AB (Driving Reinvestment in R&D and Responsible Antibiotic Use) is a collaborative project between 

academia and pharmaceutical companies.  DRIVE-AB is part of a larger initiative called New Drugs for Bad 

a series of programmes designed to directly address some of the scientific challenges 

associated with antibacterial drug discovery and development. This initiative is funded by the Innovative 

private partnership between the European Union and European pharmaceutical 

http://www.imi.europa.eu/content/nd4bb). The over-arching concept of ND4BB is to create an 

private collaborative partnership that will positively impact all aspects of anti

resistance research and benefit the future discovery and development of novel agents for the treatment, 

prevention and management of patients with bacterial infections.  

o develop novel economic strategies to promote development of new 

antibiotics and to encourage their responsible use in order to limit the emergence of antibiotic resistance. 

that is responsible for mining data and developing mathematical models to predict the 

resistant organisms; the purpose of these models is to forecast future needs 

for new antibiotics.  To build our models, we need to analyze existing data on antibiotic

er to identify patterns: for example, what differentiates resistant pathogens that remain sporadic and local to 

those that become endemic and widespread; to what extent do these resistant pathogens replace or co

These data are held by both public and private sources. We believe that data from your surveillance system are 

help us answer our research questions and develop models that will advance 

equest access to Australia's database for surveillance

, if such a database exists.  It would be most useful for us to have access to raw data (at the 

level of the individual laboratory isolate).  Ideally, we would like the following data: organism name, date 

collected, antibiotic susceptibility profile (including MIC, if available), specimen type, hospital unit, hospital 

location (country and city), hospital characteristics (size, general hospital vs. children's hospital), w

infection was acquired in the hospital or in the community.  We would also like a general description of your 

only or blood specimens only, whether every specimen was included in 

a convenience sample or some other sampling strategy was used).  

AB have led or participated in many studies in the field of antibiotic resistance, 

funded projects such as SATURN (Impact of Specific Therapies on the 

Prevalence of Human Host Resistant Bacteria), AIDA (Preserving Old Antibiotics for the Future), and R

Negative Organisms).   We assure you that data that you share with us will be 

fidential manner. 
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