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This is a preliminary report from data received up until 20
th

 January 2021 

Objectives 
The Australian Group on Antimicrobial Resistance (AGAR) has been monitoring enterococcal 
bacteraemia prospectively since 2011 and from 2013 in the current format.  
 
The objective of this program is to monitor enterococcal bacteraemia in Australia, with particular 
emphasis on susceptibility to vancomycin, and to characterize the molecular epidemiology of the 
Enterococcus faecium isolates.  This is achieved through continuous prospective assessment. 

Results 
From the 1

st
 January to 31

st
 December 2020, 897 episodes of enterococcal bacteraemia from all 39 

laboratories were reported. 

Isolate details 
 
Isolates were collected from all states and territories. E. faecalis and E. faecium accounted for 93.8% of 
the isolates (Table 1). 
 
Table 1: Enterococcus species collected by region to date 
   

Region E. faecalis E. faecium Enterococcus sp.* Total 

ACT 26 22 1 49 
NSW 173 141 17 331 
NT 2 1  3 

QLD 74 30 7 111 
SA 39 21 3 63 

TAS 19 7 6 32 
VIC 94 75 11 180 
WA 74 43 11 128 

Australia 
(%) 501 (55.9) 340 (37.9) 56 (6.2) 897 

 
* E. gallinarum (13), E. casseliflavus (12),  E. avium (10), E. raffinosus (8), E. hirae (6), 
E. cecorum (1), E. durans (1) Enterococcus sp (TBA)(5). 
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Vancomycin Resistant Enterococci (VRE) 
For those isolates with susceptibility results available, 103 E. faecium tested as vancomycin intermediate 
or resistant. To date van gene PCR has been performed on 88 of these isolates. The vanB gene was 
detected by molecular methods in 54 isolates, 33 isolates harboured the vanA gene. One isolate 
harboured both vanA and vanB genes.  
 

Outstanding results 
 
Quarter four data is not due until 12th February 2021. 
 
Four laboratories are still to submit their quarter three data. The four laboratories have been contacted. 
 
Whole genome sequencing has been completed on 186  of the 276 E. faecium isolates received to date 
and is on schedule to be finalised by the final report due date. 


